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pACYC184
4,244 base pairs
GenBank Accession #: X06403

pACYC184 is available in E. coli strain
ER2420 (#E4152S) at no charge when
shipped with an order or for the cost of
shipping if ordered separately.

Plasmid pACYC184 is a small, low copy-number E. coli cloning vector that is 4,244 base pairs in length. It carries the origin of
replication from plasmid p15A, which enables it to co-exist in cells with vectors like pBR322 and pUC19 that carry a ColE1
compatibility group origin. This compatibility makes it useful for cloning experiments that require the presence of more than one
recombinant plasmid per cell. pACYC184 carries the chloramphenicol-resistance gene (Cm) from Tn9, and the tetracycline-
resistance gene (Tc) from pSC101.

The map shows the location of sites for enzymes that cleave the molecule once or twice; unique sites are shown in bold type. The
table lists the sites of those enzymes that cut a moderate number of times. The coordinates refer to the position of the 5´  base in
each recognition sequence. Nucleotide number 1 of pACYC184 is the first G of the unique EcoR I site, GAATTC. The map also shows
the relative positions of the antibiotic resistance genes and the origin of replication. The exact positions are: tetracycline resistance
1580–2770; chloramphenicol resistance 219–3804; origin of replication, DNA start (ORI) 845–847.

The plasmid can be maintained in E. coli cells in media containing tetracycline (25–50 µg/ml) and chloramphenicol (35–50 µg/ml).
To obtain large amounts of plasmid DNA, it is necessary to amplify using spectinomycin (50 µg/ml) due to the low copy number of
pACYC184 and the presence of the chloramphenicol resistance gene.

References
1. Chang, A.C.Y., and Cohen, S.N. J. Bacteriol. 134 (1978) 1141–1156.
2. Rose, R.E. Nucl. Acids Res. 16 (1988a) 355.

BsmB I 4027
Dra I 3988

Msc I 3980
Sty I - Nco I 3944

Ssp I 3935
Sca I 3830

BstB I 3716
PflF I  - Tth111 I 3698

Drd I 3695
Bsu36 I 3591

Bcl I 3541

BstY I 3440
BspE I 3437

BsaB I  3441

Bsg I 3423

Hinc II 3211

Bcg I 3296

Eco57 I 3150
BsaA I 3141

PpuM I 2932

PpuM I 2974
Msc I 2938

Ava I 2919
Sty I 2863

Bgl I 2657
BspM I 2557

Nru I 2466
Eag I 2433

Bgl I 2423

Bcg I 2202

Sal I - Acc I - Hinc II 2145
EcoN I 2116

Sph I - Nsp I 2056
BspH I 1983

Ban II 1979,1965

BamH I - BstY I  1869
Nhe I 1723

EcoR V 1679 Hind III 1523
Cla I- BspD I 1517

Eco57 I 1463
Ear I 1446
Xba I  1424
Ssp I 1418
Ase I 1405
BstB I 1318

Sac II 832

Bsg I 665
Xmn I 635

BstZ17 I  594
Acc I 594

Nhe I 583
Pvu II 515

BsmB I 324
BsaA I 310Pvu II 103

Dra I 83
BspE I 5

EcoR I 1

Sfc I 1632

Cm

Tc

Ahd I 3203
BssS I 959

BsrD I 4233

BsrB I 759

BsrB I 3226

Nsp I 1157

PshA I 2206

PshA I 3300

SgrA I 668

SgrA I 1903

BsoB I - 

BseR I 1201
BseR I 1274

BstAP I 2539

o
ri

BseS I 3778
Bts I 3619

Acl I 2394

Acl I 4159


