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pACYC177
3,940 base pairs
GenBank Accession #: X06402

pACYC177 is available in E. coli strain
ER2420 (#E4151S) at no charge when
shipped with an order or for the cost of
shipping if ordered separately.

Plasmid pACYC177 is a low copy-number E. coli cloning vector that is 3,940 base pairs in length. It carries the origin of replication
from plasmid p15A, enabling it to co-exist in cells with vectors like pBR322 and pUC19 that carry a ColE1 compatibility group
origin. This feature of compatibility makes it useful for cloning experiments that require the presence of more than one recombinant
plasmid per cell. pACYC177 carries the kanamycin-resistance gene (Kn) from Tn903, and the β-lactamase gene (Ap) from Tn3.

The map shows the locations of sites for enzymes that cleave the molecule once or twice; the unique sites are shown in bold type.
The table lists the sites of those enzymes that cut a moderate number of times. The coordinates refer to the position of the 5´  base
in each recognition sequence. Nucleotide number 1 of pACYC177 is the first G of the unique Hinc II site, GTTGAC. The map also
shows the relative positions of the antibiotic resistance genes and the origin of replication. The exact positions are: kanamycin (Kn)
1920–2732; ampicillin (Ap) 3696–612; origin of replication, DNA start (ORI) 1326–1328.

The plasmid can be maintained in E. coli cells in media containing ampicillin (50–100 µg/ml) and kanamycin (35–50 µg/ml). To
obtain large amounts of plasmid DNA, it is necessary to amplify using chloramphenicol due to the low copy number of pACYC177.
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