
Sac I BstX I

...ACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACC...

EcoR I EcoR V

Sac II

Spe I Sma I

Xba I

Pst I Hind III
Bsp106 I
Cla IBamH I

Not I
Eag I

TTGTAAAACGACGGCCAGTGAGCGCGCGTAATACGACTCACTATAGGGCGAAT ...

 

TGGAGCTCCACCGCGGTGGCGGCCGCTCTAGA

Kpn IXho I

BssH II

EcoO109 I
Dra II

Apa I
Acc I
Hinc II

Sal I

T7 Promoter

...CAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCC

BssH IIT3 Promoter

M13 –20 primer binding site T7 primer binding site

T3 primer binding site M13 Reverse primer binding site

β α-gal -fragment

...SK primer binding site KS primer binding site

SK primer binding site...

pBC KS (+/–) Multiple Cloning Site Region
(sequence shown 598–826)

f1 (+) origin 135–441
β-galactosidase α-fragment 460–816
multiple cloning site 653–760
lac promoter 817–938
pUC origin 1158–1825
chloramphenicol resistance ORF 2298–2849

f1 (+) ori

lacZ'

MCS

P lac

pUC ori

chloramphenicol
Kpn I

Sac I

pBC KS+
3.4 kb


